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Amendments to Specification: 

Page 14 lines 22-23: 

Figure 1 (A) and (B^ is a schematic diagram of the affinity purification of telomerase showing the 
binding step (Panel A) and the displacement elution etepe step (Panel B) . 

Page 15 lines 3-4: 

Figure 7 (A^ and (B^ s how s show the putative alignments of telomerase RNA template with SEQ, 
ID NOs;43 and 44 in Panel A, and SEQ. ID NOs:45 and 46 in Panel B. 

Page17line 2: 

Figure 33 IA] is a sch e ma tic an overall summary of the tezt sequencing experiments, Figure 33 
(B) is a "close-up 71 schematic of the same region of DNA . 

Page 17 lines 10-11; 

Figure 38 (A\ and (B) shows the libraries (Panel A), the region uspd (Panel BY and the results of 
screening libraries for S. pombe telomerase sequence (Panels C and D) . 

Page 17 line 17: 

Figure 42 (A) and (&) shows the alignment of three telomerase sequences. In Panel A, the shaded 
areas indicate residues shared between two sequences. In Panel B t the shaded areas indicate 
residues shared amongst all three sequences. 
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Amendments to Claims; 

8. A method for detecting the presence of polynucleotide sequences encoding at least a portion of 
telomerase in a biological sample, comprising the steps of: 

a) providing -w) a biological sample suspected of containing 

a nucl ei c a si d corroopond i ng to thn pniynu cifl ntfHn m^n^ 0 f q e q \q nq : iqq ; 
ii) th e nuc l oot i do - coquonoo of SEQ, IP NOiK)0» or a fragmont thoroof; 

b) combining oa i d ■ bio l ogical campl o with niri nur i nnti^n nnr|n r ftonditiono s u ch that a 
hybr i d i zat i on - comp l ox i o formod bntw onn nnkLaiir i ni^ nrid nnrt sa i d nuci o otido; and 

c) dotoct i ng caid hybridizat i on complex 

a polynucleoti de encoding at least a portion of telomerase: 

b) determining a n ucfeotide sequence contained in the polynucleotide; 

c) comparing the sequence determin ed in step ti\ with telqmerase motifs 0. 1 . 2. and 3: and 

then 

deciding that the sample contai ns a polynucleotide sequence encoding at least a oof tion 
of telomerase if the sequ ence determined in step b) contains motifs Q. 1 . 2. and fl . 

[claims 9-12 are canceled] 

21 . The method of claim 8 f wherein the telomerase is a telomerase of a single-celled eukaryotic cell. 

22. The method of claim 8, wherein the telomerase is a mammalian telomerase. 

23. The method of claim 8, wherein the telomerase is a human telomerase. 

24. The method of claim 8, wherein the telomerase contains SEQ. ID NO:l 00. 
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